Procedure:

1, Open a sqd file using MEG160, export it into binary file, choose binary format, choose all MEG channels (157) rather than all channels. (The reason you need to choose only all MEG channels is that because of the limitation of reading size in MATLAB, there will be more problem in memory limitation. In general, we only analyzed the MEG signal channels rather than other reference or trigger channels, they will be used only when you want to do other things, such as finding triggers in MATLAB, doing some noise reduction algorithm, this program is easily changed to meet this need).
2, using readingMEGfile to read the bin file into a matrix. 

[data_new,channelnum,datapoints] = readingMEGfile(filename,channelfilename,reading_size)
Inputs: 
             Filename: the binary file name, required input.
            Channelfilename: the channels you want to use, you can use MEG160 to choose channels you are interested and save it into a text file, when you want to choose all 157 channels, you can write []. 
            Reading_size: it is really useful when you want to read in files containing all the trials rather than just one average file. Those epoch file is very big and sometimes, memory problem will occur and matlab cannot read it. Under this condition, you can give up some trials, for example, you have 100 trials, you can only read 80 trials, the reading_size will be set as 157*trial_length*80. When you don’t have such problem and want to read all, you can choose not to fill in any number.
Outputs: 

          Data_new: the reading in data as a format of matrix, every row will be one channel, it will be channelsnum*datapoints dimension. 
          Channelnum:  the number of channels you want to analyze, it is equal to the number in channelfilename.

          Datapoints: the trial length

After using this function, you can plot the data_new, plot(data_new’), and see if it matches with the sqd file. 
readingMEGfile(filename, channelfilename, reading_size)
readingMEGfile(filename,channelfilename)

readingMEGfile(filename, [], reading_size). 

readingMEGfile(filename, [])

3, using writingMEGfile to write the analyzed data from Matlab into binary file so that you can write it back into MEG160. 

writingMEGfile(filename,data)
Inputs:

         Filename: the binary filename you want to write it in.

         Data: the matrix data you have got after analysis in Matlab.

4, writing back to MEG160

    Open a sqd file, you’d better open the original sqd file, and when you import the data, you can save it as a new file.

    Import the binary file, but need to careful when you choose the parameter, it need to be matched with the channels you import, the time, the data format etc. If you only get a matrix containing certain numbers of channels analyzed and want to write it back while keep other channels the same, you need to choose the channels numbers when you import files. 
